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[if*iM2 3 &mfo£&mmmiztt-thmmz x ->x 

fitted HfrlBIDftt^S^K*. *fc 

te^xim%tifz&n,mifcvfchmj&m3i,zimcDj] 

w. 

(b> *^#:ojfli^wis«g t mmmmmm wt£E» 

(1) 5fc<o*MR(a)iiJ:^(b)*^rr«, *SSflrt:isW-*« 

(2) mrtswjt)o^Jiw:Sf«^^-^ sis, 

(3) Ig (2) OButs itf/* fcf4»tc*iEI6*fcltail'ft-& 

co&mmz&tfz,mmcDmn.mm*mm^&-imzw$L 
u mmikimzm-L^ttrntitmLx. mmm 

[i**ino] wmmiz$5^x*7"i'>, tfziz*?'^ 
y t mtmizmm^mm^com^mm t tzwrnt- ^ & 



[0001] 
[0002] 

[0003] JSGBMtfffe : Ktf«C*«f^*BifirtMJl 

aux\±. immw^^z^^x-w&izmmm^ 
mmztxh. Lfrummmtzimmm^T. 

[0004] *<7is>h7>X i Jx. — -v?W)'%)l : #f& H J! 

^■Ttvwmt Lx^mx'fo&ztzw^HzLti, m5 

W^ttfflHTCJi , ^ >- =¥ ? A « Sr ±fls t -f - 5 *HJJ 
Sff ttO^-ft (segmental sclerosis) tPioT I^S d 1 3^ 

[000 5] 

mz& ifhmweommmzmm^^t^ ^tvmm 

[0006] 

[pn^^t-s tzfoco^m. ] s p< ?isy 

emM&sdfi. ^y^^mw&m^fnwMhtnh <r 

^sjift. ^vyy^zx-yx^mmzanhmm^mm. 

xVOSIilSrlM^ LfcWHJ**, Z>&Mcom 

mzmm*^~th^)vmmt tx^mxh &z\t£w 

kMzLX. ^Wn&ZZf&Ltz. 
[0007] -^fc-fe^fMHIi, OTo»«Sg|^W^x 
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h C 1 ] (ciH»^)*3£. 

C3] fiifls#\ ^ER^fflJftWSJSM^S^SK^T- 
C2] KiBtttfXfiSt. 

C 5 ] &<D#1t (a) £ i IX (b) £^T$-& , j^SftflctdS ft 5 

(a) it s * ^ >- ymm^mm^mm lx ^ 

(i) »:<o#si(a)*s«t^(b)S:^rr&, **mmztn-f&» 
mnmm&mw § *ut if mmmm^ tjvwm £ mm 

(b) jMjSf/rfStg k JB«W«P«l4SHt«t£E* 

0) is (2) <ma fzimi,zmimmzmkfc-& 

(4) &Mifc t & ft & «« o HiacogS * fPflrt s xg 

ttj tt & iftWioiKwmtfligw-iSHt * aos l , «. 

urn. 
m. 

CIO] WffiKtfev^Tjt^^^, ifcli^^^f:* 
[00 08] 

««<7)^a«i«coie»i:ii. axilla* jx o ife^fct* 



^)M«F&«a-f S«IB*HST^4 i k £W3 . ftk i.Jf 

[0009] *fc:*:«HJi£fcWvcii, MS««^Pf« 
14, «tlte^££v^fc:**%&**tr. o*9. « 

ttREPt Wfc 14. J: 4Jft«EjWftttfc&HIST Lfttf 

[ooio] ^^fcftS^^v-^af^ 
fcfe ft S ^ >-Jtfe^ * ±i5S L fc»^{4 , ft: i: 

naxy-y mm iztsux^^^ymm^ mA l 

^K#^rS{4^n - r-354(wQ 00/43528). 
[0011] ^WMlzm^&^y^^MMzis^x 

- -y ? KfflJOfNBWafc =fc -5 T#4 Z. k ^'T' & 4 . h 5 

r;txj (IWaSJailSE. MTKTClkli. fflltt. 1989^) 

Us JSWfc^RA, 1991^) *iffc:fl!oTfa!§*i*. 

«lfift i ^ T n - K 3;h.*«am±4MJrC2& 4 (wo 

99/15652). mz&mmte. z<wm&x-vy¥v*M 

fohZf&Bft^ti^zLtzm 01/24628) „ LfrLZcoh 

{4*n^tiTv^v\ 

[ 0 0 1 2 ] b h • A jTzsyii* mm^r : 1 liZtft1& 
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mtm S:»oDNAt J; o T a- F ZixZ, 9 y/^WX'fo 

■ y^y^^-ty b f ■ ^rir-ytmrnwizmw 

y-y F ■ ^rLX^^X ■ ^yi/ycDtmii^ 

WMilzk^xnR^Mz%tiXV>&{W 99/15652). 5 

yoiSSiE^ij. Mt^TSyis^J£E?il#-*?-: 5. & 

<fct*E?>JS^ : 6 tZtfrt. 

[0013] ifc, HRtc, *8t£fttf>31fc^±b M 
y ^ - 7 x a y it&? T*n 6 ftT v ■> 4 «fc 3 K £ 

t i ffl& s v ^i^-taui^r s sm^mmztktx t . 

4fc(i»«tf5T5 y»OijS06TJ±, ^W^ftOJSttMi 
?'J#^- : 2, ffi?'J*-t : 4, t> JlfiEfllSf- : 6«^f 

y^fMtf-mftnmmco&immizmmz htz^ m 

[00 14] JilT. bh. 7vh, *4&V^i-7^fcS 

Vffii: LX~?T7*lZ&5fcth*7'i/yi 3— F"-f-&DNA 
* v ? X fc#A^ m'f)-5tk A^ W A t fc 

h7^^x- v ^i&^OftftT'b F ■ *yis>t,znt 

[0015] 4fc % rs/i(;Mtl>3Ky|«iigft 

[Grantham, R. et al. Nucleic Acids Res. 9, r43 (1 

98D] .lit, 3Fy£7)ii*fi:Lt, DNAsaci: 
-rn -?-mm Lt&nm mmzimAm < sites P ec 

ific mutagenesis) [Mark, D.F. et al. Proc. Natl. 
Acad. Sci. U. S. A. 81, 5662 (1984) ] mizOto Z\ b&T 



[0016] 1(1, K*l## : 1 . EM## : 3 . ti J; 
t^lE^IJ## : 5W^*L£H:r|Bffl^SSM£^trt)NA 
t^N-f 7'U ¥A X-fh Z\bifiX"% , ^O-5-CODNAtC «£o 

»lttf>IW#£ fcfc D . -eoDNAJi^HJtc J: &DNA 
Iz^tfcZ, . xi'jyy'iy b^r^ftTTIf 

F -t h 9 y t ^9 m b mM L fz ~im £ ft o fc <n & # u t # 
^A»tt^„ xi'jy^yi^tlt mfrcotzibco 

0kftb LX s Mm rixSSC. 0.1% SDS. 37°Cj X <0 

ML^fttLXlZ r 0 .5xSSC\ 0.17. SDS. 42°Cj S 
JS, SibfcHtLv^feftfcL-C ro.lxssc, o.l7oSDS. 55 

°cj mm&&rz.t&Tn&. Mtx, jmwiz&nz, 
^9">-ymizi—]i~t^mm. i7^yx-7?i 
miz&mmz&v&mmnimmmcommz t ^ ^>t-ps 

[0 0 17] ^BHtti^Th^^^— v9W(m 

ftmizm v s x 9' y ym * a - h -r & dnas4 , 

S^t^T'^-So 3ttX(f, y-^^^Aifflfla^cDNA^ 
-Yy^'J-SrlBM*^- : 1. IS^JS-f-: 3, *&l^±E 

: s^Lfzmmmm^^^m^yxj-yt 
LXX7>j--y?'~f&ztlz£K), *?'yyWA^- 

V^hcWh<7>%M.'iM1&X'h tfzZ COcdNAy A 7? 

v-zmmt lx, mrnrn^- ■■ 1 , rnrnm^- ■. 3. f>& 
v mmnm^ ■. 5 ^ LfzMmmmzm^xm.%. vrz 

a*a-H-f4DNA*itWli-4ii:!6*trS4. iM1S£j£ 
[ 0 0 1 8 ] ^^71^3- F-t-SDNAli, Z\<r>Mfc 

^mx-t^mm^mm^ztiuxmM^m^Tu^- 

9-lzm%LfzM&Mz-TBLfc^-zi yxh 7 7 b t-t&co 
t, Mlfiy^>>W^3-F-f--I.DNAi:, ftfD±»fc7 

i 1 3&*trs £ o 3fs%HHfcf ijffl-r s i t & 

7"nt-^-tLTIl 7^7yl^i\ tl^v^W 

mmmx^m&=F^mMimx^ t-vhuer? 

+y ■ -ru^—^—^^t^tifix^h. 
[0019] &tz, 9\Jmfcf<r>?m£tim-t2>tiit> 

t> ^iate^ *> <»awt § ti h m^m 1 m^rF- ayxb?? 

bcnmmzhtz^). 3zyj\y*)r->~7tt-9-zm 

y^lM F ^EHLfc^ ^-tfflv^i t 5 . 
i <0 i 3 ^r«5S * fzbt if pCAGGS (Ni w 
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a H, Yamamura K and Miyazaki J (1991) Efficient se 
lection for high-expression transfectants with a n 
ovel eukaryotic vector. Gene 108, 193-200. )^2r i> b 

izmmmiz^-? j; o tcirmz <t xmmth z. t ^-cs 
ft. 

[0020] m^wm&mz x ->xmnz^7 

7 himA-t&Z biz £^x?miZix&« ayxhy? 

hzmx-thmmt txn, ^v^mimm^^za 
wfflfla^spg-c . sis? s t cwra $ ti 

ziyxhx? hvmx^mt LTfi. yylg^/t^ 
e ae - f^x b 7 , s^t. - a 

T# ft . 

too 2 n ayxb?? hzmjcf&mmii.. h?> 

Mz&^thW8&XfohZbtfX%h« m*w^«. -? 

^X, 77h, AAX^-, ^thf. -V 

h7y\ 7'^. >fjZ, S>ftl-><i:*rJ^<7)*IJ!S 

mmth z\t&x'% h.tzt itfv^xcfc^tij, 

# Mi^ffefJ & S# t * x <n -? V x iziE'M^ x <r> V 
fg3r§WII!£ HJKfft - b ifiX% ft . -?^xf«IPT' 
03^h7^VF#A§^, nyxb7^h^iA 

x>?x- ■y^^^s(H!j*ns*-r&. fta#t{±. are 

ffl^ftft. 

[00 2 2] ^fvrzY"yVXV 3 L~ -;9^^'ymm 

i±. ^commnmfc^MVrt&Zblzi^x , Y J 
&&tiX^hz\b %m&Lfz±.X\ F l wm<7M&L<niz. 
i D# < Or? t-ft^Jfofflaftc^SBR-r-S i d trTft . 

ft, afttti^iW&^atrHBb&^WJif, ^M^it 



ft . fammy j mzuvxx . < y y > 

>1B £ 3 - H -T 5 DNA ) ifsE L V ^rfa-Cffl^a * *iX v * 
ft-Ifcti. ayxhx? HeWStfJ&T^-f v-£fflu 
fcPCRt i i fc A^S ft . H >y r- 7 

ft, 

[0023] z.co3&ico%£mw&.t& f i x\ 
mmiz^mm^ (?<^^ym.i^-vt^dM) * 

ffli^fcOti. 'Vfn-tfM h (heterozygote)^*iA> 

±?i«t^h*afE^ ( y y> 3- K-T&DNA ) 

t i i fc * h Y 5 x - >y y »*rC* h . 

ix a. fc -rs f 2 mmim± § ; t a^s n 

XUft-f&ft^-fJ rf— M6^l(homozygote animal)^ 

[0024] ^mico&miknmmnmmmizmwt: 
-m-th wmimm^frmmiziz. ^y^^^mmx 

A^^xix'un-t^hxyxiy^zz.-y^mmxh'ox 
-ttua. &mfo<vm®n&mmffii / zmm$:ttz> wmm 

[002 5] ^*3^BHt:fc^T{i. ^h*ttwy 
i fc ifiX% sfx(±\ *«^<0WTOIWEv f ^IM*lfc-f-* 

[0026] h7>Xyx- 7 ^ ifjfta^^f+ctO^CO 

wnmmmffiizmmzmz%^zttfw^fr%mm$:m 

tiOttftifc^T'tft. Jtfc^tr, M^rf-y 
ffi. &ftv^iS*cor^y 5 y^o-MW^^Htgv- 
^-^'fiJfflT'^ ft . ;*i^«IHMlv-*-*08l5©6Fffi 
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[0027] &mmzi5\^xj<?i'>cDmMim&Ltz 

^)VWMb LTffl^S ; b tfivt h . *fffiHfc*5H 

siwfcwspr * £ t & . it b nmmmm^wm 

[oo28] ^micowmmmm^^mmte. 
mz «t stilts 

(b> *«#:^j(E^w«fg t mrmmmmm. wt£E« 

[0029] *IMBt*JU"r , *J$tttt3iIlLHB&ffliffi2: 

& . t K&mikcmmm%mfflLtfjE%;v$> sit 

[0030] 4fc*5fiHBfctJV^T, MMItr^i 

[0031] zti$>(om&)ip^ wtfiswttsflc^a 

S a <T i: h . ffilK*SW(:Sa»T* S i fc , * 



[0032] KGBMiSflcii. ^/t/iM^Jiit^Wjtl 

i i: **T § § . KGBMfit* * » S SfiHi&arC* & (H i sa 
da etal ., Angiotensin II plays a pathogenic role in 
immune-mediated renal injury in mice. J. Clin. In 
vest. 103:627-635, 1999) . KGBMJn;*£t#& tzihCDi&g. 

mm. BRS5*i*^. mz, wmfLmi. tmrn-c 

[0033] ttGBMK*tcit^-c. wffijseyg&izx -o 
x*7jmmzmwim : £mm-t&-?tbbi / zi t ±. cmmm 

ifMmizwmz-s-t&fc-smn&^-izx-y 

[0034] ^fffiBfctiV^-C, ^V^AMtfcU 
yisXOZtmZm&LttWMte* 7"is> l7>Xy 

x - >y ? ttft £ m ^ S , * -9- A MMlzis 

mo-i5, i oflr^wt-tii i~i 3mcn>xyi>>i/ 

l5yxy £ -7 iftljfi , -termer,* *r> ^'^Mm 

izm^xxfi/ycomM.zmmLtzmmb txnt t 
vy^j±Mmz\mm¥mzhmmizi> . 

^-thtihb. ^^m^cnmmm^MbimhxmL 

[003 5] !tt i.iffitGBMK#:i0^t 

1 1> ^MRfrfOMBB^B^SW^IJEa § tui v \ ; ton* 

^Mv^XTIi. 2 8 a B^iMRfrfcliftliBft^^* 
V \ 7 0S co^*oaf#^JK5&iW#O^T-3^^m^ 
tL^rV^ fc . if^MTIi 7 B a- 2 8 B BwrHltc . 

[0036] ^/yyh7^yx^7mx^ ^ 

3 5-4oat*s, ; mzn t x satwtc^ t £ 

ftK^ffr^RlgBi, 1 5-1 9lWClSSiifcS 

- v 9 mm± . &Mifccomi%tfM.t>ti%:^mx*$} x 
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[00 3 7] *7'i/>&^ SERPIN X-a^tS'J- 
»Wtf>lKH*C* «. fc fas ft «. . >^b5^yi 

[0038] *^B3(; x-ox^ti^wmmmm^fv 

atw- & ^ fc t *> , «MBi«sff3ti±ff i v»sar v > . 
[0039] mtfcfctev&mmmmmi. 

vtzz, watt, Ltimnzm-i^si^mmmm 

£ixT L* o i k A^v*. %cr>tztib. UlttfcLfcMWI 

[0040] imm<n^)vwimt. femmtmmz 

swat J: -ox . &mmzt3ifz>mmcommMMcomm 

[oo4i] *min-mmz&vzmm<»mmmtz 
wsztt&^'rjvsfflto&mm tx „ *3««cfcijtt&!i 

XMitZXiXmmZtih, 

(i) ;^#m(a)fej;t/(b)&w-r^, 

nis. (a) ^mmztiiizsy^ymiTxTemmtf 

im LX V ^ (b) fettft^jftLflBifffltt! t ftHKftftati: 

(2>«riB»*»*d**fc:««*#-i«i)e, 



(3) is® ours «fc ts/t tzimizmmmizmmfcis 

(4) &mmzmt&9,m<7)®mcDmmzmm-fz>j:m 

4 fz^mwcD&mmz&tf&mmcDmmmizmm^ 
-tsttumtma i-x . fts ««<»i 

mffinmmnfzfrnfemmfc&m<7)X7 y --y^/^si 
srr s i t ^"c & * . ^wncox ?v--y mm*. , 

^mmmm zmm-h m&w& i . »ft^»g4 

[0042] 3fs^BHOfFfi«ttr^, £> £ v «x ? u >- 

•?-*r-*mmt Lxmm~?&c\ttfx*% & o ^^^.jf 
m&^-%-*m^&tzifr^mh&$!sx*h& . 

Mb LX ffift&Z. tip?* &. foh^li., 

zix^^mrffim&g&vcm-hz. tizx-?x. mm 

[0043] o —— y?'i,zf&\ i&Wfc'it'n 

mtLxu. mm. ^mttzii^mt^m. ^m^m 
fc&fo. ^&tzte-&f&ztifzmm. ?y^?m. 

yisyMcomi&ffln^hTy^yxtm*?, ty^ 
ym^mm\mmzti&nx?yymMW?tmMt 
^mb-^h z. t %>x% $>, zti^commik-smii. 

[0044] W!Wfc£*li, MIB*«#:tc«m^^^ « 

i fc s . Lfrtmmco&mmmiztt Lx£<owm 
mtzftrnt h ik%m*Ms£tiz*b . am 

[0045] <j--ymmz£~?xmtR 
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-t&zbtfxz h . tfzHM-ftxfo&ik&yn&ikZW. 

[0046] ifc, ^fc£**fl>NAfc«fc 0 3- FSftd 
*lf , MRrt&ih M^zfcl*! 

tswwa-^-. arras-, manias 

ftW: b^mxn oZb **-C# £ . t^S-JWi , 

[0047] tz t tittm&ummw^ 
tk-sj-mni&cim-rt zbizk<o mmtksz&m^ix 

*filkgSfc"5<0JSt-^**«^-S. mantis 

[0048] xftmeomsmmiii^ mm^titzi^A 
t&^-Bmtz^mLx. m^imt&^tih. & 
m%ik5-&Z Mtftf-Z z b WC* \,zmsm^tu 

Ea§fflJ&Bj<z>&5-*»i . ffcfilkgfc fc 0 iifgi x< g - 10m 

tz, ai*«i<o«^i4Kpa-§-<oioo^) i mg^s-fs 



CMV-F1:5'-GTC GAC ATT GAT TAT TGA CTA G-3' 

CMV-R1:5'-CCA TAA GGT CAT GTA CTG-3' 

/3-gl-3:5'-CTT CTG GCG TGT GAC CGG CG-3' 

hM2-2:5'-ATC GAA TTC TGA GAT CAT AAT CCC TGT GGG ATG C-3' 

hM8-l:5'-TTA TTC AGT GGC AAA GTT TCT TGC CTT TGA-3' 

/3-^"nt>R:5'-TCG AGG GAT CTT CAT AAG AGA AGA G -3' 



Kfflfcfcwcii, KVMfct*«flE**&H-* ZbtfXZ & 

<?>x\ m-&A£\&< n&ts z b tfixz h . 

[0049] 

b h * v^ym^=F-mxm ayxh??h s-tmrs tz 

tblZ, X-fis ycDNACD a — KIEM £ -fe y X}j ItJtCpBsCAG 
-2 (Kawarabashi T.et al., Accumlation of beta-amylo 
id fibriols in pancreas of transgenic mice. Neurob 
iol. Aging 17:215-222, 1996) W^n-.y/L 
fc. nyxb^^hcoffijtSriai^t^. SMtf 
^^>ycDNA^. ^~^f yhny^- gp % IflHx^y 

SfcifEOnyx r-7? h+tC^Ufc. .X^yDNAS- 

#tf P BsCAG-2 * ott l -c#sf s * ^ > mm t mm 

SWL^B6C3F1 X C57BL/6N;\-f ^'U >x HIH^M 
SWt»aAL. 3f(ClBtt(Hogan B.et al., Manipulat 
ing the Mouse Erabryo:A Laboratory Manual. Cold Spr 
ing Harbor NY: Cold Spring Harb or Laboratory. 198 

6) Lfztf^xmm Lfz-?vxc7)itmmzm.Lfz„ 

[00 50] ScDflll^ttft L^V^X^VADNA 
Sr , ^< ^ ^ y M$M £ S£f corn — ffio W y 7' 

jyXyx--/?^^! ^ ^ y y S fctipBsCAG-2^. 
^ ^ - 1# mm^T 7 4 V- * m V ^PCR t J: o T |B|^ 

75^-7-, CMV-F1 (ffi#l##: 7) . fcit/CMV-Rl 
(KWI#^ : 8) J; D , 250bpCOB)T^ i 'tMtI§n.^» 
^.^^-isffA^tt^^^v-yitfe^ (Pr2) or B 1^5' 

«<?5itlSap*fc4*a« i Sr7'5>fv-, /3-gl-3 <iWI# 

-t : 9 ) «ttfliM2-2 (ffi?lJS-f- : 1 0 ) t £ *) s 400bp 

(^BfWJSB^^ufe. •^^^-tffA^a^^^yya 
te^ ( Pr3 ) offl^3' Moa^gp^t;^MW=3rr 5 >f v 
— s hM8-l : 1 1 ) is j;t^'/9-^"nb"yR (ffi 

?IJ#-t : 12)ti0, 563bpCOWJT-* i mHStt^. 



I«3fl#:) IE^ffl#:(C57BL/6N Jcl) i:3cffi$-^Fl1ft 
S6fc-^-7 i n^)Fl*jE*«*i:5aB$1fTF2* 

[00 5 1 ] [HM0)2 ] SiGBMtiiftR^ 

(Hisada et al ., Angiotensin II plays a pathogenic r 



ole in immune- mediated renal injury in mice. J. CI 
in. Invest. 103:627-635, 1999) „ SMffrW^v-y h 
5^yi-7?"7W (F3i7t(i:F4) „ tJiVR 
KfiF ^ X t GBMlHfe *■ l^f t . 7u4>h 
3 yr y-hr^yf «S Lfc^tr^f'IgG ( Organ 
onjeknika, West Chester, PA) „ ^Mlg^^O. 
0 2 5mg. WEtta^&ifcfciO. V>X^ML 

fc. ^ffio 5 Bfitc i o o ui^mmmmnzmmfr 
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SiGBMfiiJlaM -9- y v ^mMfM± £ ft o 

UBS *VC ^ S . ^/yyh^yXy'x-'y^^X, 

IH» <N=5) . 3B(n=5), 7 0 (n = 5) , iJ 
iV2 8 0 ( n = 1 0 ) fc, V^XSrJgSL^o V^X 
^^Iii2rPAM^-fe(periodic acid-methenamine-silver s 
tain). J Jt(iPAS^fe (periodic acid-Schiff stain) 
U ^tfy d f"^AS«^±&lilTOXaTl~4tL 

1 : IE?f? 

3 : H/mild (&^#:#if§i$; glomerular tuft areaiO 1 
/3£Lh) 

4 : tf/moderate ( #;JS#:ffiSf ^glomerular tuft area 
C02/3OT) 

5 : "^/severe ( 7^E)c#;f^JE§i^ ; glomerular tuft areaO 
2/3ELL) 

2 AoflSS*!*** 1 2 o fiLh<05MR*«BfiB*»l4. LT 7 

[00 52] ^fW=fctt*ftl^^tf>etelW±. ^ 

W Vtti/T*— h (FITOMIi-V^'K^^XIgG. Ig 
A. IgM ttzliC3iM¥(Ca.ppel)t4 y^^—hL 

1 : IE;f 
0-25 
2 5-5 0% 
5 0-7 5% 
>7 5% 

2 X<nHm&kW 2 0 JjLh<0jfe«*<^Bfffi*$ll4. LT^ 
[00 53] jfiLJt? I'Tf-— yi^m, JJtoSrffitJ: 
Hf^n y 5j-=«f y ¥~ fe\ *3 «fc * 7 — ir'Wff fflT^ v 

\t, ?i/7f-yrs h'h F7-«fflt;i/7fy 
x^fiViyy&^Xsh * g.t-fz^/uziyyfrt, -fju a y 
y V— If 0#?tT*CN-x^;l--N(3-x;l^* 7n h7W 

-3-y- f-^r — y >- (tops) fc 4-r syr^tfu^t^ 

SEQUENCE LISTING 

<110> MI Y AT A, Toshio 

Japan Science and Technology Corporation 
<120> A renal dysfunction model animals 



2 
3 
4 
5 



[0054]^t yx*5-z.tz* fyyjMfl^MWx 

fc , jfeSgflsffi (g 1 omer u 1 opathy ) j&sjg. *U> k 3 ;&> & 51 
m.tnmLtz (02*iJ:tfH3) . f5y^yi-7^ 

xtm^M^ f yxcr>!SE.m^yTi~-yy^i / zi±^ 

VHB 0.11±0.01mg/dL 
2 8 0 1 0.09±0.03mg/dL 

[0 0 5 5] 

[5KB<^s»ft] mmcowmffitzm&ztt&B.mizte^ 



0.10 bO.oamg/dL 
0.08 b0.04mg/dL 



[00 56] ^feBH^-r/Hft*fc:J:-3T. 
tf/HPIilt.J: 0 . ^Rt=a^Wffi«T1*«Wi4* 

[oo57] ^mm^twmfc. ± -t . 

[0058] 

[E?iJfS] 
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<130> KRK-A0201 

<140> 

<141> 

<160> 15 

<170> Patentln Ver. 2.0 

<210> 1 

<211> 1143 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(1140) 

<400> 1 

atg gcc tec ctt get gca gca aat gca gag ttt tgc ttc aac ctg ttc 48 
Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Cys Phe Asn Leu Phe 

15 10 15 

aga gag atg gat gac aat caa gga aat gga aat gtg ttc ttt tec tct 96 
Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

ctg age etc ttc get gcc ctg gcc ctg gtc cgc ttg ggc get caa gat 144 
Leu Ser Leu Phe Ala Ala Leu Ala Leu Val Arg Leu Gly Ala Gin Asp 

35 40 45 

gac tec etc tct cag att gat aag ttg ctt cat gtt aac act gcc tea 192 
Asp Ser Leu Ser Gin He Asp Lys Leu Leu His Val Asn Thr Ala Ser 

50 55 60 

gga tat gga aac tct tct aat agt cag tea ggg etc cag tct caa ctg 240 
Gly Tyr Gly Asn Ser Ser Asn Ser Gin Ser Gly Leu Gin Ser Gin Leu 
65 70 75 80 

aaa aga gtt ttt tct gat ata aat gca tec cac aag gat tat gat etc 288 
Lys Arg Val Phe Ser Asp He Asn Ala Ser His Lys Asp Tyr Asp Leu 

85 90 95 

age att gtg aat ggg ctt ttt get gaa aaa gtg tat ggc ttt cat aag 336 
Ser He Val Asn Gly Leu Phe Ala Glu Lys Val Tyr Gly Phe His Lys 

100 105 110 

gac tac att gag tgt gcc gaa aaa tta tac gat gcc aaa gtg gag cga 384 
Asp Tyr He Glu Cys Ala Glu Lys Leu Tyr Asp Ala Lys Val Glu Arg 

115 120 125 

gtt gac ttt acg aat cat tta gaa gac act aga cgt aat att aat aag 432 
Val Asp Phe Thr Asn His Leu Glu Asp Thr Arg Arg Asn He Asn Lys 

130 135 140 

tgg gtt gaa aat gaa aca cat ggc aaa ate aag aac gtg att ggt gaa 480 
Trp Val Glu Asn Glu Thr His Gly Lys He Lys Asn Val He Gly Glu 
145 150 155 160 

ggt ggc ata age tea tct get gta atg gtg ctg gtg aat get gtg tac 528 
Gly Gly He Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 

165 170 175 

ttc aaa ggc aag tgg caa tea gcc ttc ace aag age gaa ace ata aat 576 
Phe Lys Gly Lys Trp Gin Ser Ala Phe Thr Lys Ser Glu Thr He Asn 

180 185 190 

tgc cat ttc aaa tct ccc aag tgc tct ggg aag gca gtc gcc atg atg 624 
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Cys His Phe Lys Ser Pro Lys Cys Ser Gly Lys Ala Val Ala Met Met 

195 200 205 

cat cag gaa egg aag ttc aat ttg tct gtt att gag gac cca tea atg 672 
His Gin Glu Arg Lys Phe Asn Leu Ser Val He Glu Asp Pro Ser Met 

210 215 220 

aag att ctt gag etc aga tac aat ggt ggc ata aac atg tac gtt ctg 720 
Lys lie Leu Glu Leu Arg Tyr Asn Gly Gly He Asn Met Tyr Val Leu 
225 230 235 240 

ctg cct gag aat gac etc tct gaa att gaa aac aaa ctg acc ttt cag 768 
Leu Pro Glu Asn Asp Leu Ser Glu He Glu Asn Lys Leu Thr Phe Gin 

245 250 255 

aat eta atg gaa tgg acc aat cca agg cga atg acc tct aag tat gtt 816 
Asn Leu Met Glu Trp Thr Asn Pro Arg Arg Met Thr Ser Lys Tyr Val 

260 265 270 

gag gta ttt ttt cct cag ttc aag ata gag aag aat tat gaa atg aaa 864 
Glu Val Phe Phe Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Lys 

275 280 285 

caa tat ttg aga gec eta ggg ctg aaa gat ate ttt gat gaa tec aaa 912 
Gin Tyr Leu Arg Ala Leu Gly Leu Lys Asp He Phe Asp Glu Ser Lys 

290 295 300 

gca gat etc tct ggg att get teg ggg ggt cgt ctg tat ata tea agg 960 
Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr He Ser Arg 
305 310 315 320 

atg atg cac aaa tct tac ata gag gtc act gag gag ggc acc gag get 1008 
Met Met His Lys Ser Tyr He Glu Val Thr Glu Glu Gly Thr Glu Ala 

325 330 335 

act get gec aca gga agt aat att gta gaa aag caa etc cct cag tec 1056 
Thr Ala Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser 

340 345 350 

acg ctg ttt aga get gac cac cca ttc eta ttt gtt ate agg aag gat 1104 
Thr Leu Phe Arg Ala Asp His Pro Phe Leu Phe Val He Arg Lys Asp 

355 360 365 

gac ate ate tta ttc agt ggc aaa gtt tct tgc cct tga 1143 
Asp lie He Leu Phe Ser Gly Lys Val Ser Cys Pro 
370 375 380 

<210> 2 
<211> 380 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Cys Phe Asn Leu Phe 

15 10 15 

Arg Glu Met Asp Asp Asn Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

Leu Ser Leu Phe Ala Ala Leu Ala Leu Val Arg Leu Gly Ala Gin Asp 

35 40 45 

Asp Ser Leu Ser Gin He Asp Lys Leu Leu His Val Asn Thr Ala Ser 

50 55 60 

Gly Tyr Gly Asn Ser Ser Asn Ser Gin Ser Gly Leu Gin Ser Gin Leu 
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65 70 75 80 

Lys Arg Val Phe Ser Asp lie Asn Ala Ser His Lys Asp Tyr Asp Leu 

85 90 95 

Ser He Val Asn Gly Leu Phe Ala Glu Lys Val Tyr Gly Phe His Lys 

100 105 110 

Asp Tyr He Glu Cys Ala Glu Lys Leu Tyr Asp Ala Lys Val Glu Arg 

115 120 125 

Val Asp Phe Thr Asn His Leu Glu Asp Thr Arg Arg Asn He Asn Lys 

130 135 140 

Trp Val Glu Asn Glu Thr His Gly Lys He Lys Asn Val He Gly Glu 
145 150 155 160 

Gly Gly He Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 

165 170 175 

Phe Lys Gly Lys Trp Gin Ser Ala Phe Thr Lys Ser Glu Thr lie Asn 

180 185 190 

Cys His Phe Lys Ser Pro Lys Cys Ser Gly Lys Ala Val Ala Met Met 

195 200 205 

His Gin Glu Arg Lys Phe Asn Leu Ser Val He Glu Asp Pro Ser Met 

210 215 220 

Lys He Leu Glu Leu Arg Tyr Asn Gly Gly He Asn Met Tyr Val Leu 
225 230 235 240 

Leu Pro Glu Asn Asp Leu Ser Glu He Glu Asn Lys Leu Thr Phe Gin 

245 250 255 

Asn Leu Met Glu Trp Thr Asn Pro Arg Arg Met Thr Ser Lys Tyr Val 

260 265 270 

Glu Val Phe Phe Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Lys 

275 280 285 

Gin Tyr Leu Arg Ala Leu Gly Leu Lys Asp He Phe Asp Glu Ser Lys 

290 295 300 

Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr He Ser Arg 
305 310 315 320 

Met Met His Lys Ser Tyr lie Glu Val Thr Glu Glu Gly Thr Glu Ala 

325 330 335 

Thr Ala Ala Thr Gly Ser Asn He Val Glu Lys Gin Leu Pro Gin Ser 

340 345 350 

Thr Leu Phe Arg Ala Asp His Pro Phe Leu Phe Val He Arg Lys Asp 

355 360 365 

Asp He He Leu Phe Ser Gly Lys Val Ser Cys Pro 
370 375 380 

<210> 3 
<211> 1229 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (8).. (1147) 

<400> 3 

tttcaaa atg gcc tec ctt get gca gca aat gca gaa ttt ggc ttc gac 49 
Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp 
1 5 10 



(?1 3) )03235400 (P2003-235400A) 



tta ttc aga gag atg gat agt agt caa gga aac gga aat gta ttc ttc 97 
Leu Phe Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe 
15 20 25 30 

tct tec ctg age ate ttc act gec ctg age eta ate cgt ttg ggt get 145 
Ser Ser Leu Ser He Phe Thr Ala Leu Ser Leu He Arg Leu Gly Ala 

35 40 45 

cga ggt gac tgt nnn cgt cag att gac aag gee ctg cac ttt ate tec 193 
Arg Gly Asp Cys Xaa Arg Gin He Asp Lys Ala Leu His Phe He Ser 

50 55 60 

cca tea aga caa ggg aat tea teg aac agt cag eta gga ctg caa tat 241 
Pro Ser Arg Gin Gly Asn Ser Ser Asn Ser Gin Leu Gly Leu Gin Tyr 

65 70 75 

caa ttg aaa aga gtt ctt get gac ata aac tea tct cat aag gat nnn 289 
Gin Leu Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys Asp Xaa 

80 85 90 

aaa etc age att gee aat gga gtt ttt gca gag aaa gta ttt gat ttt 337 
Lys Leu Ser He Ala Asn Gly Val Phe Ala Glu Lys Val Phe Asp Phe 
95 100 105 110 

cat. aag age tat atg gag tgt get gaa aac tta tac aat get aaa gtg 385 
His Lys Ser Tyr Met Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val 

115 120 125 

gaa aga gtt gat ttt aca aat gat ata caa gaa ace aga ttt aaa att 433 
Glu Arg Val Asp Phe Thr Asn Asp He Gin Glu Thr Arg Phe Lys He 

130 135 140 

aat aaa tgg att gaa aat gaa aca cat ggc aaa ate aag aag gtg ttg 481 
Asn Lys Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu 

145 150 155 

ggg gac age age etc age tea tea get gtc atg gtg eta gtg aat get 529 
Gly Asp Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala 

160 165 170 

gtt tac ttc aaa ggc aag tgg aaa teg gee ttc ace aag agt gat ace 577 
Val Tyr Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Ser Asp Thr 
175 180 185 190 

etc agt tgc cat ttc agg tct ccc age ggt cct gga aaa gca gtt aat 625 
Leu Ser Cys His Phe Arg Ser Pro Ser Gly Pro Gly Lys Ala Val Asn 

195 200 205 

atg atg cat caa gaa egg agg ttc aat ttg tct ace att cag gag cca 673 
Met Met His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin Glu Pro 

210 215 220 

cca atg cag att ctt gag eta caa tat cat ggt ggc ata age atg tac 721 
Pro Met Gin He Leu Glu Leu Gin Tyr His Gly Gly He Ser Met Tyr 

225 230 235 

ate atg ttg ccc gag gat gac eta tec gaa att gaa age aag ctg agt 769 
He Met Leu Pro Glu Asp Asp Leu Ser Glu He Glu Ser Lys Leu Ser 

240 245 250 

ttc cag aat eta atg gac tgg aca aat age agg aag atg aaa tct cag 817 
Phe Gin Asn Leu Met Asp Trp Thr Asn Ser Arg Lys Met Lys Ser Gin 
255 260 265 270 

tat gtg aat gtg ttt etc ccc cag ttc aag ata gag aaa gat tat gaa 865 
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Tyr Val Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asp Tyr Glu 

275 280 285 

atg agg age cac ttg aaa tct gta ggc ttg gaa gac ate ttt gtt gag 913 
Met Arg Ser His Leu Lys Ser Val Gly Leu Glu Asp He Phe Val Glu 

290 295 300 

tec agg get gat ctg tct gga att gee tct gga ggt cgt etc tat gta 961 
Ser Arg Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val 

305 310 315 

tea aag eta atg cac aag tec etc ata gag gtc tea gaa gaa ggc acc 1009 
Ser Lys Leu Met His Lys Ser Leu He Glu Val Ser Glu Glu Gly Thr 

320 325 330 

gag gca act get gee aca gaa agt aac ate gtt gaa aag eta ctt cct 1057 
Glu Ala Thr Ala Ala Thr Glu Ser Asn lie Val Glu Lys Leu Leu Pro 
335 340 345 350 

gaa tec acg gtg ttc aga get gac cgc ccc ttt. ctg ttt gtc att agg 1105 
Glu Ser Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val He Arg 
355 360 365 



aag aat ggc ate ate tta ttt act ggc aaa gtc teg tgt cct 1147 
Lys Asn Gly He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 380 

tgaaattcta tttggttttc catacactaa caggcatgaa gaaacatcat aagtgaatag 1207 
aattgtaatt ggaagtacat, gg 1229 
<210> 4 
<211> 380 
<212> PRT 

<213> Rattus norvegicus 
<400> 4 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp Leu Phe 

15 10 15 

Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

Leu Ser He Phe Thr Ala Leu Ser Leu lie Arg Leu Gly Ala Arg Gly 

35 40 45 

Asp Cys Xaa Arg Gin He Asp Lys Ala Leu His Phe He Ser Pro Ser 

50 55 60 

Arg Gin Gly Asn Ser Ser Asn Ser Gin Leu Gly Leu Gin Tyr Gin Leu 
65 70 75 80 

Lys Arg Val Leu Ala Asp lie Asn Ser Ser His Lys Asp Xaa Lys Leu 

85 90 95 

Ser lie Ala Asn Gly Val Phe Ala Glu Lys Val Phe Asp Phe His Lys 

100 105 110 

Ser Tyr Met Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val Glu Arg 

115 120 125 

Val Asp Phe Thr Asn Asp He Gin Glu Thr Arg Phe Lys He Asn Lys 

130 135 140 

Trp lie Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu Gly Asp 
145 150 155 160 

Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 
165 170 175 



(3. 5) 303 235400 (P2003-235400A) 

Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Ser Asp Thr Leu Ser 

180 185 190 

Cys His Phe Arg Ser Pro Ser Gly Pro Gly Lys Ala Val Asn Met Met 

195 200 205 

His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin Glu Pro Pro Met 

210 215 220 

Gin He Leu Glu Leu Gin Tyr His Gly Gly He Ser Met Tyr lie Met 
225 230 235 240 

Leu Pro Glu Asp Asp Leu Ser Glu He Glu Ser Lys Leu Ser Phe Gin 

245 250 255 

Asn Leu Met Asp Trp Thr Asn Ser Arg Lys Met Lys Ser Gin Tyr Val 

260 265 270 

Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asp Tyr Glu Met Arg 

275 280 285 

Ser His Leu Lys Ser Val Gly Leu Glu Asp He Phe Val Glu Ser Arg 

290 295 300 

Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val Ser Lys 
305 310 315 320 

Leu Met His Lys Ser Leu lie Glu Val Ser Glu Glu Gly Thr Glu Ala. 

325 330 335 

Thr Ala Ala Thr Glu Ser Asn He Val Glu Lys Leu Leu Pro Glu Ser 

340 345 350 

Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val He Arg Lys Asn 

355 360 365 

Gly lie He Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 380 

<210> 5 
<211> 1386 
<212> DNA 
<213> Mus musculus 
<220> 

<221> CDS 

<222> (1)..(1143) 

<220> 

<221> misc_feature 

<222> (1354) . . (1354) 

<223> n represents an unspecified base. 

<400> 5 

atg gcc tec ctt get gca gca aat gca gaa ttt ggc ttc gac tta ttc 48 
Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp Leu Phe 
15 10 15 

aga gag atg gat agt age caa gga aat gga aat gta ttc ttc tct tec 96 
Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

ctg age ate ttc act gcc ctg acc eta ate cgt ctg ggt get cga ggt 144 
Leu Ser He Phe Thr Ala Leu Thr Leu He Arg Leu Gly Ala Arg Gly 

35 40 45 

gac tgt gca cgt cag att gac aag gca ctg cac ttt aac ata cca tea 192 
Asp Cys Ala Arg Gin He Asp Lys Ala Leu His Phe Asn He Pro Ser 
50 55 60 
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aga caa gga aac tea tct aat aat cag cca gga ctt cag tat caa ttg 240 

Arg Gin Gly Asn Ser Ser Asn Asn Gin Pro Gly Leu Gin Tyr Gin Leu 

65 70 75 80 

aaa aga gtt ctt get gac ata aac tea tct cat aag gat tat gaa etc 288 

Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys Asp Tyr Glu Leu 

85 90 95 

age att gee act gga gtt ttt gca gaa aaa gtc tat gac ttt cat aag 336 
Ser lie Ala Thr Gly Val Phe Ala Glu Lys Val Tyr Asp Phe His Lys 

100 105 110 

aac tac att gag tgt get gaa aac tta tac aat get aaa gtg gaa aga 384 
Asn Tyr He Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val Glu Arg 

115 120 125 

gtt gac ttc aca aat gat gta caa gat acc aga ttt aaa att aat aaa 432 
Val Asp Phe Thr Asn Asp Val Gin Asp Thr Arg Phe Lys He Asn Lys 
130 135 140 

tgg att gaa aat gag aca cat gga aag ate aag aag gtg ttg ggc gac 480 

Trp lie Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu Gly Asp 

145 150 155 160 

age age etc age teg teg get gtc atg gtg ctg gtg aac get gtt tac 528 

Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 

165 170 175 

ttc aaa ggc aaa tgg aaa teg gee ttc acc aag act gat acc etc agt 576 
Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Thr Asp Thr Leu Ser 

180 185 190 

tgc cgt ttt agg tct ccc acg tgt cct gga aaa gta gtt aat atg atg 624 
Cys Arg Phe Arg Ser Pro Thr Cys Pro Gly Lys Val Val Asn Met Met 

195 200 205 

cat caa gaa egg egg ttc aat ttg tct acc att cag cag cca cca atg 672 
His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin Gin Pro Pro Met 

210 215 220 

cag gtt ctt gag etc caa tat cat ggt ggc ata age atg tac att atg 720 
Gin Val Leu Glu Leu Gin Tyr His Gly Gly He Ser Met Tyr He Met 
225 230 235 240 

ctg cct gag gat ggc eta tgt gaa att gaa age aag ctg agt ttc cag 768 
Leu Pro Glu Asp Gly Leu Cys Glu He Glu Ser Lys Leu Ser Phe Gin 

245 250 255 

aat ctg atg gac tgg acc aat agg agg aaa atg aaa tct cag tat gtg 816 
Asn Leu Met Asp Trp Thr Asn Arg Arg Lys Met Lys Ser Gin Tyr Val 

260 265 270 

aac gtg ttt etc ccc cag ttc aag ata gag aag aat tat gaa atg acg 864 
Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Thr 

275 280 285 

cac cac ttg aaa tec tta ggc ttg aaa gat ate ttt gat gag tec agt 912 
His His Leu Lys Ser Leu Gly Leu Lys Asp He Phe Asp Glu Ser Ser 

290 295 300 

gca gat etc tct gga att gee tct gga ggt cgt etc tac gta tea aag 960 
Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val Ser Lys 
305 310 315 320 
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eta atg cac aag tea ttc ata gag gtc tea gag gag ggc act gaa gec 1008 
Leu Met His Lys Ser Phe lie Glu Val Ser Glu Glu Gly Thr Glu Ala 

325 330 335 

act get gee aca gaa aat aac att gtt gaa aag cag ctt cct gag tec 1056 
Thr Ala Ala Thr Glu Asn Asn He Val Glu Lys Gin Leu Pro Glu Ser 

340 345 350 

aca gtg ttc aga gee gac cgc ccc ttt ctg ttt gtc ate aag aag aat 1104 
Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val He Lys Lys Asn 

355 360 365 

gac ate ate tta ttt act ggc aaa gtc tct tgt cct tga aattcgattt 1153 
Asp He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 380 

ggtttcctat acagtaacag gcatcaagaa gcatcataag tgaatagaat tgtaattgga 1213 
aatacatggg tttgctttga tttgtttcag tgcattgatg gtcagcaaat gatactggtg 1273 
acttaactct tttcgatacc tggttgatag tetaaatgee tgctctcatc atttctactc 1333 
catttacttc cctttgtcta ntactattga cccatctggg gtttgatcca etc 1386 
<210> 6 
<211> 380 
<212> PRT 
<213> Mus musculus 
<220> 

<221> misc_feature 

<222> (1354).. (1354) 

<223> n represents an unspecified base. 

<400> 6 

Met Ala Ser Leu Ala Ala Ala Asn Ala Glu Phe Gly Phe Asp Leu Phe 

15 10 15 

Arg Glu Met Asp Ser Ser Gin Gly Asn Gly Asn Val Phe Phe Ser Ser 

20 25 30 

Leu Ser He Phe Thr Ala Leu Thr Leu He Arg Leu Gly Ala Arg Gly 

35 40 45 

Asp Cys Ala Arg Gin He Asp Lys Ala Leu His Phe Asn He Pro Ser 

50 55 60 

Arg Gin Gly Asn Ser Ser Asn Asn Gin Pro Gly Leu Gin Tyr Gin Leu 
65 70 75 80 

Lys Arg Val Leu Ala Asp He Asn Ser Ser His Lys Asp Tyr Glu Leu 

85 90 95 

Ser He Ala Thr Gly Val Phe Ala Glu Lys Val Tyr Asp Phe His Lys 

100 105 110 

Asn Tyr He Glu Cys Ala Glu Asn Leu Tyr Asn Ala Lys Val Glu Arg 

115 120 125 

Val Asp Phe Thr Asn Asp Val Gin Asp Thr Arg Phe Lys He Asn Lys 

130 135 140 

Trp He Glu Asn Glu Thr His Gly Lys He Lys Lys Val Leu Gly Asp 
145 150 155 160 

Ser Ser Leu Ser Ser Ser Ala Val Met Val Leu Val Asn Ala Val Tyr 

165 170 175 

Phe Lys Gly Lys Trp Lys Ser Ala Phe Thr Lys Thr Asp Thr Leu Ser 

180 185 190 

Cys Arg Phe Arg Ser Pro Thr Cys Pro Gly Lys Val Val Asn Met Met 
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195 200 205 

His Gin Glu Arg Arg Phe Asn Leu Ser Thr He Gin Gin Pro Pro Met 

210 215 220 

Gin Val Leu Glu Leu Gin Tyr His Gly Gly He Ser Met Tyr lie Met 
225 230 235 240 

Leu Pro Glu Asp Gly Leu Cys Glu He Glu Ser Lys Leu Ser Phe Gin 

245 250 255 

Asn Leu Met Asp Trp Thr Asn Arg Arg Lys Met Lys Ser Gin Tyr Val 

260 265 270 

Asn Val Phe Leu Pro Gin Phe Lys He Glu Lys Asn Tyr Glu Met Thr 

275 280 285 

His His Leu Lys Ser Leu Gly Leu Lys Asp He Phe Asp Glu Ser Ser 

290 295 300 

Ala Asp Leu Ser Gly He Ala Ser Gly Gly Arg Leu Tyr Val Ser Lys 
305 310 315 320 

Leu Met His Lys Ser Phe He Glu Val Ser Glu Glu Gly Thr Glu Ala 

325 330 335 

Thr Ala Ala Thr Glu Asn Asn He Val Glu Lys Gin Leu Pro Glu Ser 

340 345 350 

Thr Val Phe Arg Ala Asp Arg Pro Phe Leu Phe Val He Lys Lys Asn 

355 360 365 

Asp He He Leu Phe Thr Gly Lys Val Ser Cys Pro 
370 375 380 

<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 

synthesized primer sequence 
<400> 7 

gtcgacattg attattgact ag 22 
<210> 8 
<211> 18 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: an artificially 

synthesized primer sequence 
<400> 8 

ccataaggtc atgtactg 18 
<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 

synthesized primer sequence 
<400> 9 
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cttctggcgt gtgaccggcg 
<210> 10 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:an artificially 

synthesized primer sequence 
<400> 10 

atcgaattct gagatcataa tccctgtggg atgc 
<210> 11 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: an artificially 

synthesized primer sequence 
<400> 11 

ttattcagtg gcaaagtttc ttgcccttga 
<210> 12 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: an artificially 

synthesized primer sequence 
<400> 12 

tcgagggatc ttcataagag aagag 
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(£0) 303 235400 ( P 2 0 0 3~ 2 3 5 4 0 0 A) 



[02] 



7Bg 28!3g 




(51) Int. CI .7 mmZS? FI <##) 

G 0 1 N 33/15 G 0 1 N 33/50 Z 

33/50 33/566 

33/566 C 1 2 N 15/00 A 

F — A (##) 2G045 AA29 AA40 FB03 

4B024 AA01 AA10 CA02 CA04 DA02 
GA11 

4C084 AA17 NA14 ZA811 ZB211 
ZC412 



